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3 <110> APPLICANT: Shone, Clifford Charles 

4 Sutton, John Mark 

7 <120> TITLE OF INVENTION: Targeted Agents for Nerve Regeneration 
9 <130> FILE REFERENCE: MSQ01-003-US 

11 <140> CURRENT APPLICATION NUMBER: 10/521, 401B 

12 <141> CURRENT FILING DATE: 2005-09-12 

14 <150> PRIOR APPLICATION NUMBER: GB 0216865.6 

15 <151> PRIOR FILING DATE: 2002-07-19 
17 <160> NUMBER OF SEQ ID NOS : 27 

19 ^170> .SOFTWARE: Patentln version 3.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 215 

23 <212> TYPE: PRT 

24 <213> ORGANISM: Artificial Sequence 
W--> 25 <220> FEATURE: 

26 <223> OTHER INFORMATION: Synthetic 



28 


<400> SEQUENCE: 


1 




















30 


He Glu 


Gly 


Arg 


Ala 


Tyr 


Ser 


Asn 


Thr 


Tyr 


Gin 


Glu 


Phe Thr Asn 


He 


31 


1 






5 










10 






15 




34 


Asp Gin 


Ala 


Lys 


Ala 


Trp 


Gly 


Asn 


Ala 


Gin Tyr Lys 


Lys Tyr Gly 


Leu 


35 






20 










25 








30 




38 


Ser Lys 


Ser 


Glu 


Lys 


Glu 


Ala 


He 


Val 


Ser 


Tyr 


Thr 


Lys Ser Ala 


Ser 


39 




35 










40 










45 




42 


Glu He 


Asn 


Gly 


Lys 


Leu 


Arg 


Gin 


Asn 


Lys 


Gly Val 


He Asn Gly 


Phe 


43 


50 










55 










60 






46 


Pro Ser 


Asn 


Leu 


He 


Lys 


Gin 


Val 


Glu 


Leu 


Leu 


Asp 


Lys Ser Phe 


Asn 


47 


65 








70 










75 






80 


50 


Lys Met 


Lys 


Thr 


Pro 


Glu 


Asn 


He 


Met 


Leu 


Phe Arg 


Gly Asp Asp 


Pro 


51 








85 










90 






95 




54 


Ala Tyr 


Leu 


Gly 


Thr 


Glu 


Phe 


Gin 


Asn 


Thr 


Leu 


Leu 


Asn Ser Asn 


Gly 


55 






100 










105 








110 




58 


Thr He 


Asn 


Lys 


Thr 


Ala 


Phe 


Glu 


Lys 


Ala 


Lys 


Ala 


Lys Phe Leu 


Asn 


59 




115 










120 










125 




62 


Lys Asp 


Arg 


Leu 


Glu 


Tyr 


Gly 


Tyr 


He 


Ser 


Thr 


Ser 


Leu Met Asn 


Val 


63 


130 










135 










140 






66 


Ser Gin 


Phe 


Ala 


Gly 


Arg 


Pro 


He 


He 


Thr 


Lys 


Phe 


Lys Val Ala 


Lys 


67 


145 








150 










155 






160 


70 


Gly Ser 


Lys 


Ala 


Gly 


Tyr 


He 


Asp 


Pro 


He 


Ser 


Ala 


Phe Ala Gly 


Gin 


71 








165 










170 






175 




74 


Leu Glu 


Met 


Leu 


Leu 


Pro 


Arg 


His 


Ser 


Thr 


Tyr 


His 


He Asp Asp 


Met 


75 






180 










185 








190 




78 


Arg Leu 


Ser 


Ser 


Asp 


Gly 


Lys 


Gin 


lie 


He 


He 


Thr 


Ala Thr Met 


Met 


79 




195 










200 










205 
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82 
83 



Gly Thr Ala lie Asn Pro Lys 
210 215 



86 <210> SEQ ID NO: 2 

87 <211> LENGTH: 212 

88 <212> TYPE: PRT 

89 <213> ORGANISM: Artificial Sequence 
W--> 90 <220> FEATURE: 

91 <223> OTHER INFORMATION: Synthetic 
93 <400> SEQUENCE: 2 

95 Ala Glu Thr Lys Asn Phe Thr Asp Leu Val Glu Ala Thr Lys Trp Gly 

96 1 5 10 15 

99 Asn Ser Leu lie Lys Ser Ala Lys Tyr Ser Ser Lys Asp Lys Met Ala 



100 








20 




25 










o ri 
3 0 






103 


lie 


Tyr 


Asn 


Tyr 


Thr 


Lys Asn Ser Ser 


Pro 


He 


Asn 


Thr 


Pro 


Leu 


Arg 


104 






35 






40 








45 








107 


Ser 


Ala 


Asn 


Gly 


Asp 


Val Asn Lys Leu 


Ser 


Glu 


Asn 


He 


Gin 


Glu 


Gin 


108 




50 








55 






.60 










111 


Val 


Arg 


Gin 


Leu 


Asp 


Ser Thr He Ser 


Lys 


Ser 


Val 


Thr 


Pro 


Asp 


Ser 


112. 












.70 




75 










80 


* ■ 115 


Val 


Tyr 


Val 


Tyr 


Arg 


Leu Leu Asn "Leu 


Asp 


Tyr 


Leu 


Ser 


Ser 


He 


Thr 


116 










85 


♦ 


90 










95 




119 


Gly 


Phe 


Thr 


Arg 


Glu 


Asp Leu His Met 


Leu 


Gin 


Gin 


Tnr 


Asn 


Asn 


Gly 


120 








100 




105 










110 






123 


Gin 


Tyr 


Asn 


Glu 


Ala 


Leu Val Ser Lys 


Leu 


Asn 


Asn 


Leu 


Mo f- 

ivieu 


Asn 


Ser 


124 






115 






120 








125 








LA 1 


Arg 


He 


Tyr 


Arg 


Glu 


Asn Gly Tyr Ser 


O ti 1. 




m n 

VjJ.ll 


T .01 1 


val 


DCI 


vj jl y 


128 




130 








135 






140 










131 


Ala 


Ala 


Leu 


Ala 


Gly 


Arg Pro He Glu 


Leu 


Lys 


Leu 


Glu 


Leu 


Pro 


Lys 


132 


145 










150 




155 










160 


135 


Gly 


Thr 


Lys 


Ala 


Ala 


Tyr He Asp Ser 


Lys 


Glu 


Leu 


Thr 


Ala 


Tyr 


Pro 


136 










165 




170 










175 




139 


Gly 


Gin 


Gin 


Glu 


Val 


Leu Leu Pro Arg 


Gly 


Thr 


Glu 


Tyr 


Ala 


Val 


Gly 


140 








180 




185 










190 






143 


Ser 


Val 


Lys 


Leu 


Ser 


Asp Asn Lys Arg 


Lys 


He 


He 


He 


Thr 


Ala 


Val 


144 






195 






200 








205 








147 


Val 


Phe 


Lys 


Lys 




















148 




210 
























151 


<210> SEQ ID NO 


: 3 


















152 


<211> LENGTH: 636 


















153 


<212> TYPE: 


PRT 




















154 


<213> ORGANISM: 


Artificial Sequence 
















W--> 155 


<220> FEATURE: 




















156 


<223> OTHER 


INFORMATION: Synthetic 
















158 


<400> SEQUENCE: 


3 


















160 


Gly Cys Thr Gly Ala Ala Ala Cys Cys 


Ala 


Ala 


Ala 


Ala 


Ala 


Cys 


Thr 


161 


1 








5 




10 










15 




164 


Thr Cys Ala Cys 


Cys 


Gly Ala Cys Cys 


Thr 


Gly 


Gly 


Thr 


Thr 


Gly 


Ala 


165 








20 




25 










30 






168 


Ala Gly Cys Thr Ala Cys Cys Ala Ala 


Ala 


Thr 


Gly 


Gly 


Gly 


Gly 


Thr 
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1 £ Q 






.3 3 








40 
"± \j 






4 R 

*± 3 




172 


TV "1 -> 

Ala 


Ala 


Cys Thr 


Cys 


mr 


Cys 


inr 


(aiy 


TV 1 -» rpVk k> 

Aia inr 


cys Aia Aia 


Aia inr 


i / j 




a 
3 u 








3 3 








D U 




176 


Cys 


inr 


Gly Cys 


Thr 


Ala 


Ala 


Aia 


inr 


TV 1 

Ala Cys 


inr uys inr 


inr uys 


177 


65 








*7 a 

70 








*7 c 

/b 




b 0 


180 


Thr 


Ala 


Ala Ala 


Gly 


TV 1 — . 

Ala 


Cys 


TV 1 

Ala 


TV -I _. 

Ala 


Ala Ala 


Thr Gly Gly 


Cys Thr 


lol 








Q C 










Q O 




qc 

-7 3 


184 


Ala 


Thr 


Cys- Thr 


Ala 


Cys 


"•TV T 

Ala 


Ala 


Cys 


Tnr Aia 


Cys Al a Cys 


L.ys Aia 


1 Q C 

lob 






t a a 
100 










T A C 

lUb 








188 


Ala 


Ala 


Ala Ala 


Cys 


Thr 


Cys 


Thr 


Thr 


Cys Thr 


Cys Cys Gly 


ai a Tnr 


TOO 

189 






lib 








ion 
Iz U 










192 


Cys 


Ala 


Ala Cys 


Ala 


Cys 


Cys 


Cys 


Cys 


Gly Cys 


Thr Gly Cys 


Gly Thr 


193 




130 








1 *3 C 
13 3 












196 


Thr 


Cys 


Thr Gly 


Cys 


Thr 


7V T _ 

Ala 


TV 1 — 

Ala 


Cys 


Gly Gly 


Thr Gly Ala 


Cys Gly 


197 


145 








lbU 








ICC 

lbb 






200 


Thr 


Thr 


Ala Ala 


Cys 


Ala 


Ala 


TV ~1 _ 

Ala 


Cys 


Thr Gly 


Thr Cys Thr 


/-I T _ _ TV 1 -» 

Gly Ala 


201 








165 










1 *7 A 
1/0 




1 /b 


204 


Ala 


Ala 


Ala Cys 


Ala 


Thr 


Cys 


Cys 


» T _ 

Ala 


Gly Gly 


TV T — TV "1 — » _ _ 

Ala Ala Cys 


Ala. Gly 


205. 






t o a 
180 










1 Q C 

1 c b 




inn 

,1:7 U. 




208" 


Gly Thr 


Thr • Cys 


Gly 


Thr 


Cys 


Ala 


Gly 


Cys Thr 


Gly Gly Ala 


* Cys' Thr • CU r, ~ - 


209 






1 A c 

195 








O A A 

2 00 






O A C 

2 0b 




212 


Cys 


Thr 


Ala Cys 


Cys 


Ala 


Thr 


Cys 


Thr 


Cys Thr 


Ala Ala Ala 


Thr Cys 


213 




210 








215 








22 0 




216 


Thr 


Gly 


Thr Thr 


Ala 


Cys 


Cys 


Cys 


Cys 


Gly Gly 


Ala Cys Thr 


Cys Thr 


217 


225 








O "5 rt 

23 0 








23b 




O A A 
z4U 


220 


Gly 


Thr 


Thr Thr 


Ala 


Cys 


Gly 


Thr 


Thr 


Thr Ala 


Cys Cys Gly 


Thr Cys 


221 








245 










OCA 

2b0 




zbb 


224 


Thr 


Gly 


Cys Thr 


Gly 


Ala 


TV 1 _ . 

Ala 


Cys 


Cys 


Thr Gly 


Gly Ala Cys 


mu . tv T — . 

Tnr Ala 


225 






o a 

260 










26b 




O *7 A 
2/0 




228 


Cys 


Cys 


Thr Gly 


Thr 


Cys 


Thr 


Thr 


Cys 


Thr Ala 


Thr Cys Ala 


Cys Cys 


22 9 






one 
275 








O Q A 

2 o U 






2 ob 




232 


Gly 


Gly 


Thr Thr 


Thr 


Cys 


TV T 

Ala 


Cys 


Cys 


Cys Gly 


Thr Gly Ala 


tv T pi ,, 

Ala Gly 


O "3 *5 

233 




290 








2 y 3 








jUU 




236 


Ala 


Cys 


Cys Thr 


Gly 


Cys 


Ala 


Cys 


TV "I 

Aia 


Thr Gly 


Cys Thr Gly 


uys Aia 


o -3 n 
23 7 


305 








•ji n 
jIU 








"lie: 
o lb 






240 


Gly 


Cys 


Ala Gly 


Ala 


Cys 


Cys 


TV -| 

Ala 


Aia 


rn TV 1 

Cys Ai a 


Ala Cys Gly 


tjiy inr 


O A 1 








O Z 3 
















244 


Cys 


Ala 


Gly Thr 


Ala 


Cys 


Ala 


TV 1 ■=» 

Ala 


Cys 


vjiy Aia 


Aia v^iy uys 


T^Vi **** f**i. re* 

inr L.ys 


245 






340 










345 




350 




248 


Thr 


Gly 


Gly Thr 


Thr 


Thr 


Cys 


Thr 


Ala 


Ala Ala 


Cys Thr Gly 


Ala Ala 


249 






355 








360 






365 




252 


Cys 


Ala 


Ala Cys 


Cys 


Thr 


Gly 


Ala 


Thr 


Gly Ala 


Ala Cys Thr 


Cys Thr 


253 




370 








375 








380 




256 


Cys 


Gly 


Thr Ala 


Thr 


Cys 


Thr 


Ala 


Cys 


Cys Gly 


Thr Gly Ala 


Ala Ala 


257 


385 








390 








395 




400 


260 


Ala 


Cys 


Gly Gly 


Thr 


Thr 


Ala 


Cys 


Thr 


Cys Thr 


Thr Cys Thr 


Ala Cys 


261 








405 










410 




415 


264 


Cys 


Cys 


Ala. Gly 


Cys 


Thr 


Gly 


Gly 


Thr 


Thr Thr 


Cys Thr Gly 


Gly Thr 


265 






420 










425 




430 
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o a d 
zoo 




Cys 


inr 




Cys 


1 hi 


Lys 


1X1 XT 


oiy 


ol y 


Cys 


inr 


biy 


m ir 

oiy 


1X1 XT 


uys 


^ U Z7 






435 










440 










445 








Z /Z 






Cys 


Cys 


biy 


Hid 


1 III 


Cys 


oiy 


Ala 


a j. a 


Cys 


1 11 X 




Ala 


Ala 


z / J 




*± -J VJ 










455 










460 










Z / 6 




Cys 


inr 


vjiy 




Til a 

Aia 


TV I -j 

Aia 


Cys 


Tnr 


vaiy 


Cys 


Cys 


vj±y 


Aia 


Ala 


2X1 =. 
Ala 


Z / / 


ft D D 




















475 










480 


280 


Gly 


/in 
Gly 


rpl_ . 

inr 


Ala 


Cys 


Cys 


Aia 


Aia 


Aia 


Q^iy 


Cys 


Thr 


biy 


Cys 


inr 


1 nr 












ft OD 










ft y U 














284 


Ala 


Cys 


Aia 


Thr 


Cys 


Cjiy 


Aia 


Cys 


inr 


Cys 


Thr 


Ala 


Aia 


Aia 


biy 


2X1 ^ 
Ala 


o o c 
z ob 








DUU 










jUo 










D 1 U 






288 


Ala 


Cys 


inr 


Qjiy 


Aia 


Cys 


Cys 


oiy 


Cys 


inr 


Thr 


Ala 


Cys 


Cys 


Cys 


Cys 


• z o y 






DID 










con 

oz u 










c 9 c 








292 


Gly 


Gly 


Thr 


Cys 


Ala 


Gly 


Cys 


Ala 


Gly 


(jiy 


Ala 


Ala 


(jiy 


Thr 


Thr 


Cys 


O Q "3 

z y j 




DO U 










C3C 

ooo 










540 










O CI ^ 

2 96 


Thr 


c?iy 


Cys 


Thr 


Qjiy 


Cys 


Cys 


tjiy 


Cys 


vjiy 


Thr Gly 


W7iy 


inr 


Aia 


Cys 


2 97 


545 










cr A 
DDU 










555 












300 


Cys 


Gly 


Ala 


Ala 


Thr 


Aia 


Cys 


Cjiy 


Cys 


inr 


Gly Thr 


inr 


oiy 


vjiy 


inr 


301 










565 










b /U 










_> / D 






Thr 


Cys 


Thr 


Gly 


Thr 


Thr 


Ala 


Ala 


Ala 


Cys 


Thr Gly 


inr 


Cys 


Thr 


Cjiy 


305 








580 










-585 
















"3 n o 


Ala 


Cys 


Ala 


Ala 


Cys 


Ala 


Ala 


Ala 


Cys 


Gly 


Thr 


Ala 


Ala 


Ala 


Ala 


1 ill. 


309 






595 










600 










0 Ud 








312 


Cys 


Ala 


Thr 


Cys 


Ala 


Thr 


Cys 


Ala 


Cys 


Cys 


Gly Cys 


1 nr 


v?iy 


1X1 XT 


1X1 XT 


313 




610 










615 










620 










J 16 


Gly 


Thr 


Thr 


Thr 


Thr 


Cys 


Ala 


Ala 


Gly 


Ala 


Ala Gly 










317 


625 










630 










635 












i o n 
iz U 


<210> SEQ ID NO: 


: 4 
























321 


<211> LENGTH: 212 
























TOO 

JZZ 


<212> TYPE: 


PRT 


























323 


<213> ORGANISM: 


Staphylococcus aureus 














W — > oZ*t 


<400> SEQUENCE: 


4 
























326 


Ala 


Asp 


Val 


Lys 


Asn 


Phe 


Thr 


Asp 


Leu 


Asp 


Glu 


Ala 


Thr 


Lys 


Trp 


r*l 


"3 O *7 
OZ / 


1 








5 










10 










1 R 




"3 "3 n 


Asn 


Lys 


Leu 


He 


Lys 


Gin 


Ala 


Lys 


Tyr 


Ser 


Ser Asp 


Asp 


Lys 


lie 


Al ^ 
nia 


oil 








20 










25 
















•3-3/1 


Leu 


Tyr 


Glu- 


Tyr 


Thr 


Lys 


Asp 


Ser 


Ser 


Lys 


He 


Asn 


vjiy 


Pro 


Leu 


A rrr 

Arg 


7 "3. R 






35 










40 










45 








"3 "3 O 


Leu 


Ala 


Gly 


Gly 


Asp 


He 


Asn 


Lys 


Leu 


Asp 


Ser 


Thr 


inr 


Vain 


Asp 


Lys 


339 




50 










55 










60 










342 


Val 


Arg 


Arg 


Leu 


Asp 


Ser 


Ser 


He 


Ser 


Lys 


Ser 


Thr 


Thr 


Pro 


Glu 


Ser 


343 


65 










70 










75 










80 


346 


Val 


Tyr 


Val 


Tyr 


Arg 


Leu 


Leu 


Asn 


Leu 


Asp 


Tyr 


Leu 


Thr 


Ser 


He 


Val 


347 










85 










90 










95 




350 


Gly 


Phe 


Thr 


Asn 


Glu 


Asp 


Leu 


Tyr 


Lys 


Leu 


Gin 


Gin 


Thr 


Asn 


Asn 


Gly 


351 








100 










105 










110 






354 


Gin 


Tyr 


Asp 


Glu 


Asn 


Leu 


Val 


Arg 


Lys 


Leu 


Asn 


Asn 


Val 


Met 


Asn 


Ser 


355 






115 










120 










125 








358 


Arg 


He 


Tyr 


Arg 


Glu 


Asp 


Gly 


Tyr 


Ser 


Ser 


Thr 


Gin 


Leu 


Val 


Ser 


Gly 


359 




130 










135 










140 
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362 Ala Ala Val Gly Gly Arg Pro lie Glu Leu Arg Leu Glu Leu Pro Lys' 

363 145 150 155 160 

366 Gly Thr Lys Ala Ala Tyr Leu Asn Ser Lys Asp Leu Thr Ala Tyr Tyr 

367 165 170 175 

370 Gly Gin Gin Glu Val Leu Leu Pro Arg Gly Thr Glu Tyr Ala Val Gly 

371 180 185 190 

374 Ser Val Glu Leu Ser Asn Asp Lys Lys Lys lie lie lie Thr Ala lie 

375 - v ■■- 195 200 205" * ' ~- " , 

378 Val Phe Lys Lys 

379 210 

382 <210> SEQ ID NO: 5 

383 <211> LENGTH: 247 

384 <212> TYPE: PRT 

385 <213> ORGANISM: Staphylococcus aureus 
W--> 386 <400> SEQUENCE: 5 



388 


Met 


Lys Arg 


Lys Leu 


pne 


Fne 


Lys 


i±e 


He 


Phe 


Val 


Leu Ser 


Leu Val 


389 


1 




5 










10 








15 


392 


Leu 


Ser He 


His Ser 


i±e 


Asn 


Asp 


Arg 


Thr 


Thr 


Glu 


Leu Ser 


Asn He 


393 






2 0 








o c 
Z b 








30 




jyo 


-Ala*" Leu- Al-a 


ASp ASp 


vai 


Lys 


Asn 


ir lie 


Thr Asp Leu~Thr~ Glu^Ala Thr 


397 




35 








40 










45 




400 


Asn 


Trp Gly 


Asn Lys 


Leu 


He 


Lys 


Gin 


Ala Asn Tyr 


Ser Ser Lys Asp 


401 




50 






55 










60 






404 


Lys 


Glu Ala 


He Tyr 


Asn 


Tyr 


Thr 


Lys 


Tyr 


Ser 


Ser 


Pro He 


Asn Thr 


405 


65 






70 










75 






80 


408 


Pro 


Leu Arg 


Ser Ser 


Gin 


Gly 


Asp 


He 


Ser 


Asn 


Phe 


Ser Ala Asp Leu 


409 






85 










90 








95 


412 


Gin 


Glu Lys 


He Leu 


Arg 


Leu 


Asp 


Arg 


Leu 


He 


Ser 


Lys Ser 


Ser Thr 


413 






100 








105 








110 




416 


Ser 


Asp Ser 


Val Tyr 


Val 


Tyr 


Arg 


Leu 


Leu 


Asn 


Leu 


Asp Tyr 


Leu Ser 


417 




115 








120 










125 




420 


Ser 


Val Lys 


Gly Phe 


Ser 


Ser 


Glu 


Asp 


Leu 


Glu 


Leu 


Leu Tyr 


Lys Thr 


421 




130 






135 










140 






424 


Glu 


Asn Gly 


Lys Tyr 


Asn 


Glu 


Glu 


Leu 


Val 


Lys 


Lys 


Leu Asn 


Asn He 


425 


145 






150 










155 






160 


428 


Met 


Asn Ser 


Lys He 


Tyr 


Thr 


Glu 


Tyr 


Gly Tyr Ser 


Ser Thr 


Gin Leu 


429 






165 










170 








175 


432 


Val 


Lys Gly 


Ala Ala 


Leu 


Ala 


Gly 


Arg 


Pro 


He 


Glu 


Leu Lys 


Leu Gin 


433 






180 








185 








190 




436 


Leu 


Pro Lys 


Gly Thr 


Lys 


Ala 


Ala 


Tyr 


He Asp Ser 


Lys Asn 


Leu Thr 


437 




195 








200 










205 




440 


Ala 


Tyr Pro 


Gly Gin 


Gin 


Glu 


He 


Leu 


Leu 


Pro Arg 


Gly Thr Asp Tyr 


441 




210 






215 










220 






444 


Thr 


He Asn 


Thr Val 


Lys 


Leu 


Ser 


Asp 


Asp 


His 


Lys 


Arg He 


Leu He 


445 


225 






230 










235 






240 


448 


Glu 


Gly He 


Val Phe 


Lys 


Lys 
















449 






245 





















452 <210> SEQ- ID NO: 6 

453 <211> LENGTH: 211 
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VERIFICATION SUMMARY DATE: 01/2 9/2 007 

PATENT APPLICATION: US/10/521, 401B TIME: 14:21:20 

Input Set : N:\efs\01_23_07\10521401b_efs\pto.da.txt 
Output Set: N:\CRF4\01292007\J521401B.raw 

L:25 M:283 W: Missing Blank Line separator, <220> field identifier 
L:90 M:283 W: Missing Blank Line separator, <220> field identifier 
L:155 M:283 W: Missing Blank Line separator, <220> field identifier 
L:324 M:283 W: Missing Blank Line separator, <400> field identifier 
L:386 M:283 W: Missing Blank Line separator, <400> field identifier 
L:456 M:283 W: Missing Blank Line separator, <400> field identifier 
L:518 M:283 W: Missing Blank Line separator, <400> field identifier 
L:564 M:283 W: Missing Blank -Line separator, <400> field identifier 
L:614 M:283 W: Missing Blank Line separator, <400> field identifier 
L:684 M:283 W: Missing Blank Line separator, <400> field identifier 
L:754 M:283 W: Missing Blank Line separator, <400> field identifier 
L:976 M:283 W: Missing Blank Line separator, <400> field identifier 
L:1098 M:283 W: Missing Blank Line separator, <220> field identifier 
L:1375 M:283 W: Missing Blank Line separator, <220> field identifier 
L:1652 M:283 W: Missing Blank Line separator, <220> field identifier 
L:1833 m *1:283 W: Missing Blank Line separator, <220> field identifier 
L:1846~ M:283 W: Missing Blank Line separator, <220> field identifier 
L:1863 M:283 W: Missing Blank Line separator, <220> field identifier 
L: 18:76 M:283 .W:. Missing Blank Line separator, <220> field identifier 
L:1893 M:283 W: Missing Blank -Line ^separator, <220> field identifier 
L:1906 M:283 W: Missing Blank Line separator, <220> field identifier 
L:1923 M:283 W: Missing Blank Line separator, <400> field identifier 
L:1937 M:283 W: Missing Blank Line separator, <220> field identifier 
L:1950 M:283 W: Missing Blank Line separator, <220> field identifier 
L:1966 M:283 W: Missing Blank Line separator, <220> field identifier 
L:1979 M:283 W: Missing Blank Line separator, <220> field identifier 
L:1991 M:283 W: Missing Blank Line separator, <220> field identifier 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/521 , 401B 



DATE: 01/23/2007 
TIME: 12:29:57 



v. Input Set : N:\ef s\01_23_07\10521401b s\pto.da.txt 
r Output Set: N:\CRF4\01232007\J521401B;raw " r, ~ 

3 <110> APPLICANT: Shone, Clifford Charles 

4 Sutton, John Mark 

7 <120> TITLE OF INVENTION: Targeted Agents for Nerve Regeneration 

9 <130> FILE REFERENCE: MSQ01-003-US 

11 <140> CURRENT APPLICATION NUMBER: 10/521, 401B 

12 <141> CURRENT FILING DATE: 2005-09-12 

14 <150> PRIOR APPLICATION NUMBER: GB 0216865.6 

15 <151> PRIOR FILING DATE: 2002-07-19 . . 

17 <160> NUMBER OF SEQ ID NOS : 27 COt^P * *Ae&d&& 

1 19 <170> SOFTWARE: Patent In version 3.1 - 008 s 4 . ptafcStt® 

''■^QQm^ ^\ 

ERRORED SEQUENCES 



W--> 



E- 



1975 <210> SEQ ID NO: 26 

1976 <211> LENGTH: 15 

1977 <212> TYPE: PRT 

1978 <213> ORGANISM: Artificial Sequence 

1979 <220> FEATURE: 

1980 <223> OTHER INFORMATION: Synthetic 
1982 <400> SEQUENCE: 26 

1984 Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly G lv Gly Gly Ser 

1985 1 5 <^10 ^ 15^ 
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VERIFICATION SUMMARY DATE: 01/23/2007 

PATENT APPLICATION: US/10/521, 401B TIME: 12:29:58 

Input Set : N:\efs\01_23_07\10521401b_efs\pto.da.txt 
Output Set: N:\CRF4\01232007\J521401B.raw 

L:25 M:283 W: Missing Blank Line separator, <220> field identifier 
L:90 M:283 W: Missing Blank Line separator, <220> field identifier 
L:155 M:283 W: Missing Blank Line separator, <220> field identifier 
L:324 M:283 W: Missing Blank Line separator, <400> field identifier 
L:386 M:283 W: Missing Blank Line separator, <400> field identifier 
L:456 M:283 W: Missing Blank Line separator, <400> field identifier 
L:518 M:283 W: Missing Blank Line, separator, <400> field identifier 
L:564 M:283 W: Missing Blank Line ' separator , <400> field identifier 
L:614 M:283 W: Missing Blank Line separator, <400> field identifier 
L:684 M:283 W: Missing Blank Line separator, <400> field identifier 
L:754 M:283 W: Missing Blank Line separator, <400> field identifier 
L:976 M:283 W: Missing Blank Line separator, <400> field identifier 



L: 


1098 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1375 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1652 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1833 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1846 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1863 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L : 


18.7.6 


M>:2 83. ...W :. 


Missing 


Blank 


Line. 


separator,./. 


<22A> 


£ield 


identifier 


L: 


1893 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1906 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1923 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<400> 


field 


identifier 


L: 


1937 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1950 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1966 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1979 


M:283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 


L: 


1985 


M:332 


E: 


(32) Invalid/Missing Amino Acid Numbering, 


SEQ ID:26 


L: 


1992 


M:283 


W: 


Missing Blank Line separator, 


<220> 


field 


identifier 
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